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Figure 1. Potential Defects of Pseudogenes* « Resurrected pseudogenes are closer
energetically to proteins and potentially
Subsequent research has revealed that regained some evolutionary pressure.

pseudogenes play essential roles in
gene regulation and the development of
diseases like cancer.

What about the future?

» Looking at different protein families that
exhibit similar activity features

» Studying the full sequence of
pseudogenes and the energetic and
structural effects of point mutations and

 \We expect pseudogenes to be more
energetically unstable than their parent

coding genes. Figure 6. Representative structures of the 5 pseudogenes: ENST00000405422, ENST00000411837, ENST00000418508, indels
ENST00000448870, ENST00000491837
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